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<! — StartFragment — > RESULT 1 
US-10-618-320A-2 

; Sequence 2, Application US/10618320A 

; Patent No. 7371541 

; GENERAL INFORMATION: 

; APPLICANT: Sumitomo Chemical Company Limited 

; TITLE OF INVENTION: NOVEL G PROTEINS, POLYNUCLEOTIDE ENCODING THE SAME AND UTILIZATION THEREOF 
; FILE REFERENCE: 

; CURRENT APPLICATION NUMBER: US/ 10/6 18, 320A 

; CURRENT FILING DATE: 2003-07-11 

; PRIOR APPLICATION NUMBER: JP 2??2 206841 

; PRIOR FILING DATE: 2002-07-16 

; PRIOR APPLICATION NUMBER: JP 2002/367778 

; PRIOR FILING DATE: 2002-12-19 

; PRIOR APPLICATION NUMBER: JP 2003/095955 

; PRIOR FILING DATE: 2003-03-31 

; NUMBER OF SEQ ID NOS : 34 

; SEQ ID NO 2 

; LENGTH: 1377 

; TYPE: DNA 

; ORGANISM: Homo sapiens 

; FEATURE : 

; NAME /KEY: CDS 

; LOCATION: (1) . . (1377) 

US-10-618-320A-2 



:y Match 99.8%; Score 1373.8; DB 7; Length 1377; 

: Local Similarity 99.9%; Pred. No. 0; 

:hes 1375; Conservative 0; Mismatches 2; Indels 0; Gaps 

1 ATGGGTCTGTGCTACAGTCTGCGGCCGCTGCTTTTCGGGGGCCCAGGGGACGACCCCTGC i 
1 ATGGGTCTGTGCTACAGTCTGCGGCCGCTGCTTTTCGGGGGCCCAGGGGACGACCCCTGC 6 
6 1 GCGGCCTCGGAGCCGCCGGTGGAGGACGCGCAGCCCGCCCCGGCCCCGGCCCTGGCCCCA 1 
6 1 GCGGCCTCGGAGCCGCCGGTGGAGGACGCGCAGCCCGCCCCGGCCCCGGCCCTGGCCCCA 1 
121 GTCCGGGCGGCCGCAAGGGACACGGCCCGGACCCTGCTCCCTCGGGGCGGCGAAGGGAGC 1 
121 GTCCGGGCGGCCGCAAGGGACACGGCCCGGACCCTGCTCCCTCGGGGCGGCGAAGGGAGC 1 
181 CCGGCATGCGCTCGGCCCAAAGCAGACAAGCCGAAGGAGAAGCGGCAGCGCACCGAGCAG 5 
181 CCGGCATGCGCTCGGCCCAAAGCAGACAAGCCGAAGGAGAAGCGGCAGCGCACCGAGCAG 2 
241 CTGAGTGCCGAGGAGCGCGAGGCGGCCAAGGAGCGCGAGGCGGTCAAGGAGGCGAGGAAA 3 
241 CTGAGTGCCGAGGAGCGCGAGGCGGCCAAGGAGCGCGAGGCGGTCAAGGAGGCGAGGAAA 3 
301 GTGAGCCGGGGCATCGACCGCATGCTGCGCGACCAGAAGCGCGACCTGCAGCAGACGCAC 2 
301 GTGAGCCGGGGCATCGACCGCATGCTGCGCGACCAGAAGCGCGACCTGCAGCAGACGCAC 2 
361 CGGCTCCT =AGG < 

361 CGGCTCCTGCTGCTCGGGGCTGGTGAGTCTGGGAAAAGCACCATCGTCAAACAGATGAGG < 
421 AIO IG f- ~T AATGGGTTTAAT :A 3GAAAAGAAACAGAAAATTCTGGACATCCGG < 
421 1 d GAAAAGAAAC AG AAAAT T C T GG AC AT CC GG < 

481 



)41 GIICCGCIGGC 
.41 



:aat t t cgat cagac t ac at c? 
'aaaac caat t t cgat cagac t ac at caagagc 
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Db 661 GAAGGCGTGAAGGCATGCTTTGAGAGATCCAACGAATACCAGCTGATTGACTGTGCACAA 720 

Qy 721 TACTTCCTGGAAAGAATCGACAGCGTCAGCTTGGTTGACTACACACCCACAGACCAGGAC 780 

Db 721 TACTTCCTGGAAAGAATCGACAGCGTCAGCTTGGTTGACTACACACCCACAGACCAGGAC 780 

Qy 781 IICTGACATCTGGGATTTTTGAGACACGATTCCAAGTGGACAAA 8 40 

Db 781 CTCCT AGATG A GA 3TICTGACATCTGGGATTTTTGAGACACGATTCCAAGTGGACAAA 840 

Qy 841 GTAA TGGCCAGAGGGATGAGAGGAGAAAATGGATCCAG 9 00 

I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 341 GTAAACTTCCACATGTTTGATGTTGGTGGCCAGAGGGATGAGAGGAGAAAATGGATCCAG 9 00 

Qy 901 TGCT ;CTATCATTTACGTCGCAGCCTGCAGTAGCTACAACATGGTG 960 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 901 TGCT TTTACGTCGCAGCCTGCAGTAGCTACAACATGGTG 960 

Qy 102 0 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

hi. 9 6 I . ' ' ' ' ' 

Qy 1021 TGGi :GGACCATTTCTATCATCTTGTTCTTGAACAAACAAGATATG 1080 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1021 TGGAACAACAGGTGGTTACGGACCATTTCTATCATCTTGTTCTTGAACAAACAAGATATG 1080 

Qy 1081 CTGGCAGAAAAAGTCTTGGCAGGGAAATCAAAAATTGAAGACTATTTCCCAGAATATGCA 114 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1081 CTGGCAGAAAAAGTCTTGGCAGGGAAATCAAAAATTGAAGACTATTTCCCAGAATATGCA 1140 

Qy 1141 AATTATACTGTTCCTGAAGACGCAACACCAGATGCAGGAGAAGACCCCAAAGTTACAAGA 1200 

Db 1141 AATTATACTGTTCCTGAAGACGCAACACCAGATGCAGGAGAAGATCCCAAAGTTACAAGA 1200 

Qy 1201 GCCAAGTTCTTTATCCGGGACCTGTTTTTGAGGATCAGCACGGCCACCGGTGACGGCAAA 1260 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1201 GCCAAGTTCTTTATCCGGGACCTGTTTTTGAGGATCAGCACGGCCACCGGTGACGGCAAA 1260 

Qy 1261 CATTACTGCTACCCGCACTTCACCTGCGCCGTGGACACAGAGAACATCCGCAGGGTGTTC 1320 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1261 CATTACTGCTACCCGCACTTCACCTGCGCCGTGGACACAGAGAACATCCGCAGGGTGTTC 1320 

Qy 1321 AACGACTGCCGCGACATCATCCAGCGGATGCACCTCAAGCAGTATGAGCTCTTGTGA 1377 

I I I I I I I I I I I I I I I 

Db 1321 AACGACTGCCGCGACATCATCCAGCGGATGCACCTCAAGCAGTATGAGCTCTTGTGA 1377 
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